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Abstract:

The workhorse of multiple comparison procedure providing simultaneous confidence intervals (sCl) is
the central k-variate t distribution. However, the explicit formation of the correlation matrix is needed,
which is strange in some cases. An alternative is the multiple marginal model approach (Pipper et al.
2012). The variance-covariance matrix of parameter estimates is obtained using derivatives of the log
likelihood function of k models based on standardized score vectors as sum of i.i.d. normally distributed
random variables, asymptotically. This approach is available as the function mmm within the package
multcomp.

In this talk several applications are discussed: i) sCl for multiple endpoints in multi-arm trials, ii) sCl for
multiple binary endpoints (also in multi-arm trials: Williams-type sCl), iii) multiple regression models
within the Tukey trend test, iv) composite binary endpoints, v) subgroup analysis with claim for total,
targeted and complementary populations, vi) max-tests on both a factor and a covariate.



